Characterization of human papillomavirus-11 mRNAs expressed in the context of autonomously replicating viral genomes.
We have previously adapted an experimental system which supports autonomous replication of human papillomavirus-11 (HPV-11) genomic DNA in a human squamous carcinoma cell line (SCC-4) following electroporation of linearized viral DNA. This system allows evaluation of HPV-11 transcription in the context of replicating viral genomes. RNA was isolated from cells following transfection, and first-strand cDNA was produced by reverse transcription using HPV-11-specific primers. The cDNAs were amplified using the polymerase chain reaction, and resulting DNA products were cloned and sequenced. Transcripts were identified that utilize the same splice donor and acceptor sites as transcripts characterized previously from human lesions. Three previously unreported splice junctions that employ novel combinations of those splice sites were also identified. We also detected these newly identified transcripts in laryngeal papillomas. A modified version of the 5' rapid amplification of cDNA ends method was used to identify transcriptional start sites of several of the HPV-11 transcripts. The family of mRNAs characterized in this replication system have the potential to encode all of the major HPV-11 E-region proteins described to date. The data support the utility of this system as an experimental model for examining mechanisms of viral replication and transcription.